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ABSTRACT

The objectives of this research were to collect the potential Thai rice cultivars in Nakhon Phanom
province and then isolation and identify lactic acid bacteria from those rice to be used as probiotic
supplements in healthy food products. Thai rice cultivars were collected from a local community enterprise
group located on Tombon Thatphanomnuea, Thatphanom District, Nakhon Phanom province who has
produced the organic rice and their processed products. They were 4 Thai rice cultivars including jasmine
rice 105, jasmine rice (milking period), riceberry rice and hom-nin rice. The results showed that 6 bacterial
isolates were found. They were MK1 which was isolated from jasmine rice during milking period, RB1, RB2,
RB3 and RB4 which were isolated from Riceberry rice and HN1 which was isolated from Hom-nin rice,

respectively. The morphological examination of those bacteria isolates were examined and the results
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revealed that they Gram’ s positive, round shapes, non-motile, non-reaction with catalase and oxidase kit
tests. After that, they were identified using API 50 CHL and it was revealed that they were Lactobacillus

pentosus and L. plantarum.
Keywords: Thai Rice, lactic acid bacteria, rapid method kit
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Figure 1 Morphological characteristics of bacterial isolates isolated from Thai rice cultivars

a= MK1, b= RB1, c=RB2, d=RB3, e=RB4 and f= HN1

MK: Jasmine rice (milking period); RB: Riceberry rice; HN: Hom-nin rice

Table 1 Microbiological characteristics of Thai rice cultivars.

Cell counts (logCFU/g)

Thai rice
Total viable Yeast and Lactic acid Enterobacteriaceae
cultivars
count mold bacteria

Jasmine rice 105 5.49+0.35 b 3.34+0.04 b 3.21+0.04 b 3.17+0.13 a
(milking period)
Riceberry rice 5.60+0.05 c 3.51+0.10 c 3.55+0.06 ¢ 352+0.08 b
Jasmine rice 105 5.35+0.05 a 32.10+0.1a1 2.91+0.07 a 4.48+0.31 c
Hom-nin rice 5.47+0.10 ab 3.75+0.07 d 3.42+0.10 c 3.17+0.58 a

Different letters within a column indicate differences determined by Duncan's new multiple range test

(DMRT) at the 95 percent level of significance.

Table 2 Identification of LAB isolated from Thai rice cultivars using APl 50CHL.

Bacterial % Identification
Rice sources Bacterial identification
isolates probabilities
MK1 Jasmine rice 105 (milking period) Lactobacillus pentosus 97.6
RB1 Riceberry rice Lactobacillus pentosus 85.0
RB2 Riceberry rice Lactobacillus pentosus 89.6
RB3 Riceberry rice Lactobacillus pentosus 97.6
RB4 Riceberry rice Lactobacillus pentosus 97.6
HN1 Hom-nin rice Lactobacillus plantarum 99.6
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Different letters within a column indicate differences determined by Duncan's new multiple range test

(DMRT) at the 95 percent level of significance.
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