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ABSTRACT

Local rice or landraces rice (Oryza sativa L.) is the most important role of Thai rice breeding
programs. The objective of this study was evaluated genetic cluster and principle component analysis of
12 local rice varieties in the lower north of Thailand and compared with 2 traditional rice varieties and
1 modern rice variety. This study was set in CRD by 3 replications for evaluated morphological and
agronomic characteristics. Three clusters were obtained from UPGMA method. Such result was similarity in
PCA analysis. The results in this study may be resulted from out-crossing between local rice plants within
and through selection from farmers. Therefore, the results of this study can be using to data base for rice

genetics and rice conservation in future.
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Figure 1 The Phylogenic dendrogram of 12 Local rice varieties compared with 2 traditional rice varieties
and 1 modern rice variety based on 4 seed morphological characters by UPGMA method (Cavalli-Sforza and

Edwards, 1967).
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Figure 2 The Principal Component Analysis (PCA) of 12 Local rice varieties compared with 2 traditional rice
varieties and 1 modern rice variety based on 4 seed morphological characters and 3 agronomic characters

by GeneAlEx 6.4 (Peakall and Smouse, 2006).
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