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Abstract

This particular study has two objectives: 1) to study the epidemic leading to death of each
new coronavirus infection; 2) to study the spatial factors that role to the infected patients
mortality by use the descriptive statistical analysis and hotspot analysis. The results obtained
from the analysis show that each province had an average of 43,953 deaths from the novel
coronavirus infection, divided into 0.831 deaths per province of Wuhan and 16 per province for
Alpha strain. Delta species 259 cases per province and Omicron 138 cases per province with
standard deviations for each species 3.038, 73.24, 708.90 and 162.16, respectively. Spatial analysis
with hotspot analysis to find the area of aggregation of deaths of novel coronavirus cases. The
resulting GiZScore and GiPValue coefficients showed infected mortality patients. All four species
are grouped together in the area, namely Bangkok and its vicinities, northern area Eastern part
and the lower southern part of Thailand while analyzing the relationship of spatial factors.

This research obtain GiZScore and GiPValue coefficients by hot spot analysis to indicate
the mortality of infected patients. All four species are grouped together in the area, namely
Bangkok and its vicinities. northern area Eastern area and the lower southern area. And | use the
geo-weighted regression analysis to get the relationship coefficient 0.2, 4, 34 and 62 percent of
each strain during the outbreak:of Wuhan, Alpha, Beta and Omicron, respectively. The most

infected people are in Bangkok. Chiang Rai Uttaradit Province and Bueng Kan Province.



